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Education:

2006
2000
1996

Ph.D., Computational Biology, Washington University in St. Louis
M.S., Human Genetics, University of Utah
B.S., Biochemistry, University of Wisconsin—Madison

Academic appointments:

2022-present
2020-present

2020-present
2018

2016-2020
2010-2016

Investigator, Howard Hughes Medical Institute

Associate Director, Biodesign Center for Mechanisms of Evolution, Arizona
State University

Professor, School of Life Sciences, Arizona State University

Visiting Associate, Division of Biology and Biological Engineering, California
Institute of Technology

Associate Professor, Division of Biological Sciences, University of Montana
Assistant Professor, Division of Biological Sciences, University of Montana

Honors and fellowships:

2021 Fellow, American Academy of Microbiology

2020 Fellow, American Association for the Advancement of Science

2019 Presidential Early Career Award for Scientists and Engineers (PECASE)

2014-2017 Fellow, Canadian Institute for Advanced Research (CIFAR), Integrated
Microbial Biodiversity Program

2012-2014 Associate Member, Canadian Institute for Advanced Research (CIFAR),
Integrated Microbial Biodiversity Program

2006-2010 Postdoctoral Excellence in Research and Teaching (PERT) Fellowship, NIH
Division of Minority Opportunities in Research, University of Arizona

1996 Mary Shrine Peterson Undergraduate Research Award, Department of
Biochemistry, University of Wisconsin

Professional service:

2021-2023 Treasurer, Society for Molecular Biology & Evolution

2020-2025 External Advisory Board, University of lllinois NSF Biology Integration Institute
on the Genomics and Eco-evolution of Multi-scale Symbioses

2018-2021 External Advisory Committee, University of Hawaii NIH Center for Biomedical
Research Excellence on Environmental Microbiomes and Human Health

2018-present  Advisory Board, Current Biology

2015-2016 Chair, Division R of the American Society for Microbiology

2014 Co-organizer, National Academy of Sciences Sackler Colloquium Symbiosis
Becoming Permanent, 15-17 October 2014, Irvine, California

2014-2015 Chair-Elect, Division R of the American Society for Microbiology

2014, 2015 Top Reviewer for Molecular Ecology

2013-2018 Associate Editor, Genome Biology and Evolution



NSF panelist for Division of Environmental Biology and Integrative Organismal Systems,
multiple years

NIH panelist for the Genome Variation and Evolution study section (2015)

Ad hoc grant reviewer for: National Science Foundation, The Royal Society, Natural Science
and Engineering Research Council of Canada, Netherlands Organisation for Scientific
Research, Royal Society of New Zealand, Israel Science Foundation, M. J. Murdock Charitable
Trust, among others.

Reviewer for articles submitted to: Cell, Current Biology, eLife, Environmental Microbiology,
Genome Biology and Evolution, ISME J, Molecular Biology and Evolution, Molecular Ecology,
Molecular Microbiology, Nature, Nature Microbiology, Nature Reviews Genetics, Nucleic Acids
Research, PLoS Genetics, Proceedings of the National Academy of Sciences USA, Science,
Trends in Ecology and Evolutionary, Trends in Genetics, among others.

Invited talks, conference presentations, etc. (only 2010 to present are listed):

2021 American Association for the Advancement of Science annual meeting (online remote);
University of Maryland (online remote); University of Alberta, Canada (online remote);
Cold Spring Harbor Laboratory Meeting on Cellular Dynamics & Models (online remote);
ERATO Evolving Symbiosis Project International Seminar Series, National Institute of
Advanced Industrial Science and Technology, Japan (online remote); Keynote address,
Turkish Ecology and Evolutionary Biology Symposium (online remote); University of
lowa (online remote); University of Melbourne, Australia (online remote)

2020 Arizona State University; University of Texas at Austin; Cornell University; Max Planck
Institute for Evolutionary Biology, PI6n, Germany (online remote); University of
Pennsylvania (online remote); Integrative Organismal Systems (I0S) CAREER Awardee
Meeting, National Science Foundation (online remote); American Society for Cell
Biology/EMBO (virtual) annual meeting

2019 University of Utah; Keynote address, Joint Genome Institute Symposium on New
Lineages of Life, San Francisco, CA; University of North Carolina; University of
Connecticut; Max Planck Institute for Chemical Ecology, Jena, Germany; MRC
Laboratory of Molecular Biology, Cambridge, UK; Keynote address, Gordon Research
Seminar on Animal-Microbe Symbiosis, Dover, VT; International Geobiology Course,
California Institute of Technology; NIH NIAID Rocky Mountain Laboratories Symposium
on the Bacterial Cell Envelope, Hamilton, MT; University of British Columbia; University
of California San Francisco; Dalhousie University (student invited, online remote)

2018 INRA-CBGP, Montpellier, France; Institut de Ciéncies del Mar, CSIC, Barcelona, Spain;
Instituto Gulbenkian de Ciéncia, Lisbon, Portugal; University of Exeter, UK; University of
Groningen Research School of Ecology and Evolution, Frontiers in Microbial Ecology
Graduate Course, Schiermonnikoog, Netherlands; HHMI/Janelia conference on New
Opportunities to Study Origins of the Eukaryotic Cell, Ashburn, VA; Society for Molecular
Biology and Evolution satellite meeting on Molecular Evolution and the Cell, Deer Valley,
UT; University of Georgia; University of Arizona; University of Washington

2017 Biology Centre of the Czech Academy of Sciences, Ceské Budgjovice, Czech Republic;
Keynote address, Montana State Science Fair, Missoula, MT; Symposium of the
Microbial Diversity course, Woods Hole, MA; EMBO Workshop on comparative
genomics of eukaryotic microbes, Sant Feliu de Guixols, Spain; MRC Laboratory of
Molecular Biology, Cambridge, UK; Johannes Gutenberg University Mainz, Germany;
University of Edinburgh, UK

2016 Universidad de Chile; Stanford University; Ohio State University; Montana State
University; Institut de Biologia Evolutiva, Barcelona, Spain; Genomics Days at the



Université de Lausanne, Switzerland; California Institute of Technology; Colorado State
University; Washington University in St. Louis (student invited); Oxford University,
England

2015 National Institutes of Health Rocky Mountain Laboratories; University of Missouri;
Washington University in St. Louis; Uppsala University, Sweden; Entomological Society
of America Pacific Branch Annual Meeting; Duke University; American Society for
Microbiology Annual Meeting; Gordon Research Conference on Animal-Microbe
Symbioses

2014 Montana State University; Ohio State University; University of Washington; California
Institute of Technology; Utah State University; National Academy of Sciences Sackler
Colloquium Symbiosis Becoming Permanent, Reed College

2013 University of Utah; Georgia Institute of Technology; University of Miami; Drexel
University; Canadian Institute For Advanced Research (CIFAR) Annual Meeting,
Whistler, Canada; Society for Molecular Biology and Evolution Annual Meeting, Chicago,
lllinois; The 12th International Colloquium on Endocytobiology and Symbiosis, Halifax,
Canada; Indiana University; University of lllinois at Urbana-Champaign

2012 Portland State University; Canadian Institute For Advanced Research (CIFAR) Annual
Meeting, Quebec, Canada; University of Arizona

2011 Society for General Microbiology Spring Conference, Harrogate, England; Emory
University; Vanderbilt University; University of British Columbia

2010 University of Arizona NSF-IGERT Program in Comparative Genomics Symposium;
Montana State University; Kansas State University; University of Montana; University of
California, Riverside; Entomological Society of America Annual Meeting

Teaching:

2021 Instructor, Biology of Microorganisms, MIC 220, Arizona State University

2020 Instructor, SEA-PHAGES, BIO 498, Arizona State University

2019, 2020 Instructor, Diversity of Life, BIOB 170, University of Montana

2013-2015 Instructor, Programming for Biology, BIOB 487, University of Montana

2012-2019 Instructor, Genomics, BIOB 486, University of Montana

2011, 2012 Instructor, Microbial Div., Ecol., Evol., BIOM 415, University of Montana

2011 Instructor, Microbial Genomics, University of Montana

2008 Instructor, Microbiology, Pima Community College, Tucson, AZ

Postdoctoral trainees

2021-
2021-
2020-
2017-
2016-2020

2015-2017

2014-2018

2012-2017

Jessica Warren
Zerrin Uziim
Paul Caccamo
Maria Kupper

DeAnna Bublitz
Current position: Senior Research Scientist, University of Montana

Stephanie Ray Weldon (NASA Postdoctoral Program Fellow)
Current Position: Science Editor, Journal of Visual Experiments

Piotr tukasik
Current position: Assistant Professor, Jagiellonian University

Toby Spribille



2011-2013

Current position: Assistant Professor, University of Alberta

Amada Brown
Current position: Assistant Professor, Texas Tech University

Graduate Students

2021-
2021-
2021-
2020-

2015-2017
MS, 2017

2013-2018
PhD, 2018

2012-2018
PhD, 2018

2012-2017
PhD, 2017

2010-2015
PhD, 2015
Funding:

2016-2022
2016-2022
2015-2016
2014-2019
2013-2016
2014-2016

2011-2014

Stephanie Temnyk (4+1 MS program, Arizona State University)

Noah Spencer (Evolution PhD program, Arizona State University)
Amanda Abdelsamad (4+1 MS program, Arizona State University)
Arkadiy Garber (Microbiology PhD program, Arizona State University)

Tim Wheeler
Multilocus phylogeny of the lichen family Megasporaceae
Current position: Research Scientist, University of Montana

Dan Vanderpool (NSF Graduate Research Fellow)
Evolution and reproduction in ambrosia beetle fungal symbionts
Current position: Postdoc with Matt Hahn, Indiana University

Matt Campbell

Breaking down a genome: Degenerative genome evolution in the cicada
endosymbiont Hodgkinia

Current position: Postdoc at New England Biolabs

Filip Husnik (joint with the University of South Bohemia)

Genomic and cellular integration in the tripartite nested mealybug symbiosis
Current position: Assistant Professor at the Okinawa Institute of Science and
Technology

James Van Leuven
The evolution of nutritional co-endosymbionts in cicadas
Current position: Research Assistant Professor, University of Idaho

Pl, How does a bacterium become part of its host cell?
Gordon and Betty Moore Foundation

Pl, CAREER: Evolution of genomic complexity in the endosymbionts of cicadas.
NSF Integrative Organismal Systems

Co-PI, The ecological genomics of symbiotic complexity in cicadas.

National Geographic Explorer Travel Grant

Co-PI, Experimental evolution of major transitions in the history of life.

NASA Astrobiology Institute

Pl, Functional transitions in an insect-bacteria symbiosis.

NSF Integrative Organismal Systems

Co-PI, Establishing a genomics core at the University of Montana.

M.J. Murdock Charitable Trust

Co-PI, The adaptive potential of an introduced symbiosis: Megacopta cribraria
and its bacteria. USDA Agriculture and Food Research Initiative
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Ramakrishnan V, and Frank J. (1999) Location of translational initiation factor IF3 on the small
ribosomal subunit. Proc Natl Acad Sci USA 96: 4301-6.

2. Gamble TR, Yoo S, Vajdos FF, von Schwedler UK, Worthylake DK, Wang H, McCutcheon
JP, Sundquist WI, and Hill CP (1997) Structure of the carboxyl-terminal dimerization domain of
the HIV-1 capsid protein. Science 278: 849-53.

1. Felden B, Himeno H, Muto A, McCutcheon JP, Atkins JF, and Gesteland RF (1997) Probing
the structure of the Escherichia coli 10Sa RNA (tmRNA). RNA 3: 89-103.



