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EDUCATION 

 
1998 - 2003 University of Cape Town, Cape Town, South Africa 
  Degree course:  PhD in Molecular and Cell Biology 
  Thesis title:  Development of candidate Human papillomavirus vaccines 

I investigated deleted and mutated gene products of the HPV-16 major capsid protein gene 
towards expressing candidate HPV vaccines in plants, with the final aim being the design and 
analysis of novel chimaeric HPV vaccines. 

1993 - 1997 Loughborough University, Loughborough, England 
Degree Course: Medicinal and Pharmaceutical Chemistry (BSc, DIS)  

 
WORK EXPERIENCE  

 
07/16 – current Arizona State University, Tempe, USA 
Professor (05/23 – current; 07/16 – 05/23 Associate professor) in the Biodesign Center of Fundamental and 
Applied Microbiomics and the School of Life Sciences. I hold adjunct positions in the Biodesign Center for 
Molecular Evolution and the Center of Evolution and Medicine. I teach both undergraduate and postgraduate 
courses and run an active research group focused on virus evolution and virus discovery. 
 
02/09 – 07/16 University of Canterbury, Christchurch, New Zealand 
Senior lecturer above bar (Assoc. Prof equivalent in USA) in molecular biology / virology.  
I taught virology, general molecular and microbiology to 1st, 2nd, 3rd and 4th year students and ran an active 
research program in DNA virus discovery and evolution. 
 
07/03 – 09/08 University of Cape Town, Cape Town, South Africa 
Lecturer for the Masters program in Structural Biology at the University of Cape Town. Funded (5 years) by the 
Carnegie Corporation of New York, this was the first structural biology initiative in Africa. I lectured on basic 
molecular biology, protein expression and purification, virus structure, aspects of structural bioinformatics, 
molecular visualisation and cryo-electron microscopy. In addition to this I provided molecular biology support for 
most of the projects undertaken by the students as part of their MSc projects. 
 
1995 - 1996 Astra Charnwood (Astra Zeneca Pharmaceuticals), Loughborough, England 
I worked as a pre-formulation research scientist in the pharmaceutical sciences department. My work mainly 
involved taste masking of a research compound using various ion-exchange resins and alternative salt forms. All 
analysis was done using HPLC, UV spectrophotometry and IR spectrophotometry in compliance with company 
GLP and SOPs. In addition to this, I did a fair amount of thermal degradation work using TGA, DSC, and hot 
stage microscopy. 
 

ADJUNT PROFESSIONAL APPOINTMENTS 

2009 – current: Honorary research associate, Structural Biology Research Unit, University of Cape Town, 
Cape Town, South Africa 

2014 – 2017: Courtesy research professor, Department of Plant Pathology and the Emerging Pathogens 
Institute, University of Florida, Gainesville, USA 

2016 – 2019: Adjunct Associate professor, School of Biological Sciences, University of Canterbury, 
Christchurch, New Zealand 

 



AWARDS AND PRIZES (ACADEMIC) 

2008:  Patent incentive award from the South African Department of Science and Technology 

2007: Patent incentive award from the South African Department of Science and Technology 
 

RESEARCH 

I work across ecosystems, from plants to animals, and from the tropics to the Antarctic with a strong focus on 
viral evolution and dynamics, and viral metagenomics. My research uses a combination of traditional virology, 
microscopy (including transmission electron microscopy), molecular and cellular biology techniques in 
conjunction with modern techniques including high throughput sequencing, synthetic biology and bioinformatics.  
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• Mya Breitbart, University of South Florida, St Petersburg, USA 

• Sue VandeWoude, Colorado State University, Fort Collins, USA 

• Koenraad van Doorslaer, University of Arizona, Tucson, USA 

• Michael Worobey, University of Arizona, Tucson, USA 

• Melanie Culver, University of Arizona, Tucson, USA 

• Dale DeNardo, Arizona State University, Tempe, USA 

• Kevin McGraw, Arizona State University, Tempe, USA 

• Brian Smith, Arizona State University, Tempe, USA 

• Alexander Lucas, Arizona State University, Tempe, USA 

• Grant McFadden, Arizona State University, Tempe, USA 

• Anne Stone, Arizona State University, Tempe, USA 

• Melissa Wilson, Arizona State University, Tempe, USA 

 
STUDENT SUPERVISION 

 
Arizona State University, USA 
 
PhD 
Melanie Regney, PhD in Molecular and Cell Biology (2022 – current) – Primary advisor 
 Viruses associated with Antarctic animals 

Diego Olivio, PhD in Biology (2021 - current) – Primary advisor 
Exploring viral dynamics in Aves 

Rohan Antonio Bandoo, PhD in Microbiology (2021 – current) – Primary advisor 
Towards understanding the ecology of honeybee viruses 

Rafaela Fontenele, PhD in Microbiology (2017- 2021) – Primary supervisor 
Characterization of geminiviruses infecting Cactaceae plants: Spill-over events in agro-
ecological interfaces and evolutionary aspects 

MSc 
Savage Hess, MSc in Molecular and Cell Biology (2022 – 2023) – Primary advisor 
 Identification of novel circular DNA viruses from coyote (Canis latrans) scat 

Michael Lund, MSc in Molecular and Cell Biology (2021 – 2023) – Primary advisor 
Metagenomic analysis of DNA virus diversity in the Rodent families Cricetidae and Heteromyidae 

Anthony Khalifeh, MSc in Biology (2020-2021) – Primary supervisor 
Identification and dynamics of DNA viruses in Aves 

Kara Schmidlin, MSc in Microbiology (2018-2019) – Primary supervisor 
Discovery of novel viruses in arachnids 

 
Barrett Honors thesis 
Hannah McGraw (2023-2024) 

 Identifying novel smacoviruses in fecal samples of the Salt River horses 



Julia Neil (2023-2024) 

 A study of novel polyomaviruses and cycloviruses in Arizona scorpions 

Magalie Gomez (2023-2024) 

A study of novel polyomaviruses and cycloviruses in Arizona scorpions 

Ciara Harding (2021-2022) – Primary advisor 
 Exploring viruses in Arizona bat species 

Courtney Collins (2021-2022) – Primary advisor 
 Understanding viral dynamic in caracals in South Africa 

Kendal Smith (2020-2021) – Primary supervisor 
Circular DNA viruses identified in short-finned pilot whale and orca tissue samples 

Anthony Khalifeh (2019-2020) – Primary supervisor 
Towards understanding ssDNA viral dynamics in Marmota flaviventris (yellow-bellied marmots) 

Joshua Schreck (2019-2020 – Primary supervisor 
Surveilling Arizona sewage sludge for analysis of Genomoviridae & Microviridae populations 

 
University of Canterbury, New Zealand 

PhD 
Daisy Stanton, PhD in Microbiology (2010-2015) – Primary supervisor 

Towards understanding the evolution of Banana bunchy top virus and the detection of 
associated badnaviruses 

Anisha Dayaram, PhD in Microbiology (2011-2015) – Primary supervisor 
Diversity of replication associated protein encoding viruses amongst top end insect predators 
and concentrators in ecosystems 

Simona Kraberger, PhD in Microbiology (2010-2015) - Primary supervisor 
Towards understanding mastrevirus dynamics and the use of viral metagenomic approaches to 
identify novel gemini-like circular DNA viruses 

Kata Farkas, PhD in Microbiology (2011-2014) - Primary supervisor 
Mimicking virus retention and transport in groundwater using surface charge-modified, DNA-
labelled silica nanobeads 

MSc 
Zoe Smeele, MSc in Microbiology (2017) – Primary supervisor 
 Identification of papillomaviruses in Weddell seals 

Judith Nonis, MSc in Microbiology (2015) – Co-supervisor 
Bacteriophage as a biocontrol tool for foodborne pathogens 

Olivia Steel, MSc in Microbiology (2015) - Primary supervisor 
Exploring the diversity of CRESS DNA viruses associated with the faecal matter of wild and 
domestic animals in New Zealand 

Maketalena Male, MSc in Microbiology (2015) - Primary supervisor 
Identification of CRESS DNA viruses in faeces of Pacific flying foxes in the Tongan archipelago 

Alyssa Sikorski, MSc in Microbiology (2012 -2013) – Primary supervisor 
Molecular characterisation of novel single-stranded DNA viruses recovered from animal faeces 

Carina Davis, MSc in Microbiology (2012-2013) – Co-supervisor 
 Metagenomic approaches to microbial source tracking 

Laurel Julian, MSc in Microbiology (2011-2012) - Primary supervisor 
Analysis of genetic diversity and evolution through recombination of beak and feather disease 
virus 

Robert Lawry, MSc in Microbiology (2009-2010) - Primary supervisor 
Diversity and evolution of geminiviruses 

University of Cape Town, South Africa 



PhD 
Adérito Monjane, PhD in Molecular and Cell Biology (2007- 2012) – Co-supervisor  

Analysis of recombination and evolution of maize streak virus 

MSc 
Kyle Dent, MSc in Structural Biology (2007-2009) – Co-supervisor 

3D reconstruction of maize streak virus structure 

Jennifer Miller, MSc in Structural Biology (2006-2008) – Co-supervisor 
Structural studies on Heterocapsa circularisquama RNA virus 

Honours 
Alistair Gray, Honours in Molecular and Cell Biology (2008) – Co-supervisor 

Characterisation of the D surface of nitrile hydratase of Bacillus pumilus 

Oliver Windram, Honours in Molecular and Cell Biology (2006) – Primary Supervisor 
Preliminary investigation into the use of Human papillomavirus type 16 virus like particles as a 
delivery vector system for foreign proteins 

Murdoch University, Australia 

PhD 
Bethany Jackson, PhD in Wildlife Diseases (2011-2014) – Co-supervisor 

Health and disease in kakariki (Cyanoramphus novaezelandiae) on Tiritiri Matangi Island: 
Implications of Beak and feather disease virus infection for conservation management 

 

PATENTS 

 
International patents: 

1. Rybicki E.P., Varsani A.D. (2010) Chimaeric Human Papillomavirus 16 L1 Virus Like Particles and a Method 
for Preparing the Particles. Patent No. 24614765, Japan.  

2. Rybicki E.P., Varsani A.D. (2009) Chimaeric Human Papillomavirus 16 L1 Virus Like Particles and a Method 
for Preparing the Particles. Patent No. 2003232951, Australia. 

3. Rybicki E.P., Varsani A.D. (2009) Chimaeric Human Papillomavirus 16 L1 Virus Like Particles and a Method 
for Preparing the Particles. Patent No. 1506222, Europe (EU).  

4. Varsani, A.D. and Rybicki, E.P. (2008) Chimaeric Human Papillomavirus 16 L1 Virus Like Particles and a 
Method for Preparing the Particles. Patent No. 7407807, US.  

5. Rybicki E.P., Varsani A.D. and Williamson A-L. (2008) Pharmaceutical Compositions, a Method of Preparing 
and Isolating Said Pharmaceutical Compositions for Prophylactic Treatment of Lesions and Carcinomas. Patent 
No. 221817, India.  

6. Rybicki E.P., Varsani A.D. and Williamson A-L. (2008) Pharmaceutical Compositions, a Method of Preparing 
and Isolating Said Pharmaceutical Compositions for Prophylactic Treatment of Lesions and Carcinomas. Patent 
No. 02821542.7, China.  

7. Rybicki E.P., Varsani A.D. (2006) Chimaeric Human Papillomavirus 16 L1 Virus Like Particles and a Method 
for Preparing the Particles. Patent No. 2004/10137, South Africa.  

8. Rybicki E.P., Varsani A.D. and Williamson A-L. (2006) Vectors and/or Constructs, and Transgenic Organisms. 
Patent No. 02821507.9, China.  

9. Rybicki E.P., Varsani A.D. and Williamson A-L. (2005) Pharmaceutical Compositions, a Method of Preparing 
and Isolating Said Pharmaceutical Compositions for Prophylactic Treatment of Lesions and Carcinomas. Patent 
No. 2004/2505, South Africa.  

10. Rybicki E.P., Varsani A.D. and Williamson A-L. (2005) Vectors and/or Constructs, and Transgenic Organisms. 
Patent No. 2004/2504, South Africa.  

 

INTERNATIONAL REFEREEING AND SCIENTIFIC COMMITTIEES 

 
1) Executive committee member of the “International Committee on Taxonomy of Viruses” (2014 – current) 

2) Committee member of the “International Committee on Taxonomy of Viruses” Geminiviridae study group 
(2010 – current) 

3) Chair of the “International Committee on Taxonomy of Viruses” Circoviridae study group (2011 – current) 



4) Chair of the “International Committee on Taxonomy of Viruses” Anelloviridae study group (2019 – 2023) 

5) Chair of the “International Committee on Taxonomy of Viruses” Animal DNA Viruses and Retroviruses 
Subcommittee (2020 – current) 

6) Advisory board of the journal Virology (2015 – current) 

7) Advisor for virus genomes as part of the NCBI RefSeq Virus group (2016 – current) 

8) Associate editor for Phytopathology (2018- current) 

9) Associate editor for Virus Evolution (2019 – current) 

10) Associate editor for Journal of General Virology (2020 – 2023) 

11) Associate editor for Proceedings of the Royal Society B journal (2024-current) 

12) Editorial board for Microorganisms (2018 – current) 

13) Member of the Scientific Committee on Antarctic Research Expert Group on Birds and Marine Mammals 
- Working group of Health Monitoring of Birds and Marine Mammals (2020- current) 

14) Member of the scientific advisory board for Point Blue Conservation Science (2022- current) 

15) Referee for the following journals 

• Annals of Applied Biology (Wiley-Blackwell) 

• Annals of the New York Academy of Sciences (Wiley) 

• Applied and Environmental Microbiology (ASM) 

• Archives of Virology (Springer-Nature) 

• Australasian Plant Pathology (CSIRO publishing) 

• Avian Pathology (Taylor and Francis) 

• Cell Host and Microbe (Cell Press) 

• Crop and Pasture Science (CSIRO publishing) 

• Emerging Infectious Diseases (Centers for Disease Control and Prevention) 

• European Journal of Plant Pathology (Springer-Nature) 

• Evolutionary Applications (Wiley) 

• Gene (Elsevier) 

• Genome Biology and Evolution (Oxford Journals) 

• Infection, Genetics and Evolution (Elsevier) 

• International Journal of Odonatology (Taylor and Francis) 

• ISME Journal (Springer-Nature) 

• Journal of Clinical Virology (Elsevier) 

• Journal of General Virology (SGM) 

• Journal of Virological Methods (Elsevier) 

• Journal of Virology (ASM) 

• mBIO (ASM) 

• mSphere (ASM) 

• Molecular Phylogenetics and Evolution (Elsevier) 

• mSphere (ASM) 

• Nature Microbiology Review (Springer-Nature) 

• Nature Biotechnology (Springer-Nature) 

• Nature Microbiology (Springer-Nature) 

• Nature Protocols (Springer-Nature) 

• Phytopathology (APS) 

• Plant Pathology Journal (Wiley) 

• PLoS One (PLoS Journals) 

• PLoS Pathogens (PLoS Journals) 

• Proceedings of the National Academy of Sciences (NAS) 

• Proceedings of the Royal Society B (Royal Society) 

• Science Advances (AAAS) 

• Scientific Reports (Springer-Nature) 

• Transboundary and Emerging Diseases (Wiley) 

• Transfusion (Wiley) 

• Virology (Elsevier) 

• Virology Journal (BioMed Central) 



• Virulence (Taylor and Francis) 

• Virus Evolution (Oxford Journals) 

• Virus Genes (Springer-Nature) 

• Virus Research (Elsevier) 

• Viruses (MDPI) 
 

GENERAL 

 
Languages  

Proficient in spoken and written English, Swahili and Gujarati. 
 
Personal interests 

Climbing, mountaineering, trail running and photography. 
 
REFEREES 

 

• Prof. Darren Martin, Institute of Infectious Disease and Molecular Medicine, Faculty of Health Sciences, 
University of Cape Town, Anzio Road, Observatory, 7925, Cape Town, South Africa. Tel: +27 83 270 0027; 
E-mail: darrenpatrickmartin@gmail.com 

• Prof. Trevor Sewell, Structural Biology Research Unit, University of Cape Town, Rondebosch, 7701, Cape 
Town, South Africa. Tel: +27 21 650 2817; E-mail: sewelltrevor@gmail.com  

• Prof. Jack Heinemann, School of Biological Sciences, University of Canterbury, Private Bag 4800, Ilam, 
Christchurch, New Zealand, Phone: +64 3 364 2926, E-mail: jack.heinemann@canterbury.ac.nz 

• Dr Philippe Roumagnac, CIRAD-INRA-SupAgro, UMR BGPI, Campus International de Montferrier-
Baillarguet, 34398 Montpellier Cedex-5, France, Phone: Tel. +33 4 99 62 48 58, E-mail: 
philippe.roumagnac@cirad.fr 

• Prof. Mya Breitbart, University of South Florida, College of Marine Science, 140 7th Avenue South, Saint 
Petersburg, FL 33701, USA, Phone: +1 727-553-3520, E-mail: mya@usf.edu 


